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[Abstract] Objective

China Institute for Radiation Protection

To provide the evidence of health damage for the staff irradiated from the gene level. Methods

The study analyzed the differential transcriptional profile of normal human lymphocyte and human lymphocyte irradiated with

0.1Gy 0.2Gy 0.5Gy 1.0Gy by whole genome chip after 6h irradiated. Results

The results showed that there were 1177

differentially expressed genes with 0. 1Gy after 6h irradiation and there were 1922 differentially expressed genes with 0.2Gy
after 6h irradiation and there were 492 differentially expressed genes with 0. 5Gy after 6h irradiation 2 615 differentially ex—
pressed genes with 1. 0Gy after 6h irradiation 114 differentially expressed genes in 4 dose points after 6h irradiation. RT —

PCR results indicated that the relative quantity” s result of EGR1

HLA - DMB and TAIAP1 was consistent with gene chip da-

ta. Conclusion The study found many significant different genes in human lymphocyte with different doses after 6h irradia—
tion which will provide a basis for the further radiation — different — genes and the mechanism of radiation damage.
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2 RT-PCR
PCR
ECR1 F:57AAGTTTCACGTCTTGGTGCCT 3 95°C for 10min 94°C for 10s 60°C
R:5"GCTCAGCCCTCTTCCTTATTT 3~ for 50s 72°C for 20s 40 cycles
TAIAPL F:5°CTGTGGAGGAAGAACCTAAAT 3- 95°C for 10min 94°C for 10s 60°C
R:5"GGATGAGTAAACAAGGCAAAT 3 for 50s 72°C for 20s 40 cycles
HIA — DMB F:5°GACCTCATTCCTGGGACTATGC 3~ 95°C for 10min 94°C for 10s 60°C
R:5"GGGTCTTTAACTCCCTTCCTCA 3° for 50s 72°C for 20s 40 cycles
B — actin F:5°CCTCTCCCAAGTCCACACAG 3° 95°C for 10min 94°C for 10s 60°C
R:5"GGGCACGAAGGCTCATCATT 3- for 50s 72°C for 20s 40 cycles
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n “ DiffScore
0.1Gy 29.10 12.27 29.10
0.2Gy 29.32 14.99 23.35
EGR1 0.5Gy 29.40 5.51 36.47
1.0Gy 32.51 5.69 31.47
0Gy 29.59 1 0
0.1Gy 28.75 2.84 23.17
0.2Gy 28.06 5.42 24.94
OTAIAP1 0.5Gy 28.27 4.34 61.30
1.0Gy 31.24 2.10 54.12
0Gy 26.84 1 0
0.1Gy 23.91 1.09 -63.53
0.2Gy 24.41 1.23 -114.89
HLA -DMB  0.5Gy 23.84 0.71 -82.33
1.0Gy 26.48 1.21 -23.30
0Gy 21.06 1
1) B - actin: 0 Ct 15.81;0.1Gy  Ct
15.85;0.2Gy  Ct 16. 59; 0. 5Gy Ct 16. 70;
1.0Gy G 16.62.
3.5 TP53 ( TRIAPI)
0. 1Gy.0.2Gy.0.5Gy.1.0Gy
6h TP53 ( TRIAPI)
GeneBank TRIAP1 DNA
N P53

0. 1Gy .0.2Gy.0.5Gy.1.0Gy
6h

11

o

Schena M Shalon D Davis RW et al. Quantitative monitoring
of gene expression patterns with a complementary DNA mi—
croarray J . Science 1995 270( 5235) : 467 —470.

Schena M Shalon D Heller R et al. Parallel human genome
analysis: Microarray based expression monitoring of 1000
genes J . Proc Natl Acad Sci USA 1996 93(20) : 10614 —
10 619.

J. 2006 27( 1) : 66
-69.
Yao J Feng B. Combined ¢cDNA array comparative genomic
hybridization and serial analysis of gene expression analysis of
breast tumor progression J . Cancer Res 2006 4 065.
Sanch EZ — Carbayo M Soccin ND Lozano J et al. Defining
molecular profiles of poor outcome in patients with Invassive
bladder caner using oligonucleotide microarrays J . Clinical
Oncology 2006 24(5) : 778 -789.

.Egr-1
J. 2008 19(4) : 64 -66.
. Egr-1
J. 2004 8(5) :456 —459.

Grace MB Mcleland CB Blakely WF. Real — time quantiat
tive RT — PCR assay of GADD45 gene expression changes as
a biomaker for radiation biodosimertry J .INT J Radiat Biol
2002 78( 11):1 101 =1 121.

GADD45 J.

2006 24(2):111 -114.
. 0.2Gyy
I
2010 30(4) :220 —225.
. 7-5TNFa B
] . . 1999
11(6) :320.

( 12010 —08 — 17)



